9 . Supplementary Figure 1: Distribution of mutations in PIK3CA and MAP3K1. Lollipop plot reflecting distribution of mutations in PIK3CA and MAP3K1. Some patients had multiple mutations in the same gene.
Supplementary Figure 6 : Association of PIK3CA-GS with buparlisib and alpelisib response in PDX models. The PIK3CA-GS score was calculated from publicly available RNAseq data from PDX models as described 22 , converted to a Z score, and tested for linear trend to changes in tumor volume at day 28 of treatment with the indicated agent, compared to baseline tumor volume (day 0).
